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2. Degrees 

30.06.2008, Ph.D. in Biology/genetics, University of Helsinki (Faculty of Biosciences), Finland 

15.12.1995, M.Sc. in Biology/genetics, University of Helsinki (Department of Genetics), Finland 

 

3. Other education and expertise 

12.12.2019, Specialist Vocational Qualification in Leadership, The Institute of Marketing, Finland 

 

4. Language skills 

Finnish: native language; English: proficient user; Swedish: independent user; French: basic user 

 

5. Current employment 

Principal Scientist, Natural Resources Institute Finland (permanent position in Luke since 1.7.2016) 

Career stage: Third (independent research professional capable of academic leadership) 

 

6. Previous work experience: 

Senior researcher, Academy of Finland, Natural Resources Institute Finland, 1.9.2014-30.6.2016 

Academy of Finland Postdoctoral Researcher, Finnish Forest Research Institute 1.9.2011-31.8.2014  

Researcher, Academy of Finland, Finnish Forest Research Institute, 1.1.2008-31.8.2011 

Researcher, University of Joensuu, Finnish Forest Research Institute, 1.1.2001-18.2.2001 

Researcher, Finnish Forest Research Institute, 1.10.2000-31.12.2000 

Researcher, Academy of Finland, Finnish Forest Research Institute, 1.3.2000-30.9.2000 

Researcher, University of Helsinki, Finnish Forest Research Institute, 1.1.2000-29.2.2000 

Researcher, Maj and Tor Nessling Foundation, Forest Research Institute, 1.1.1997-31.12.1999 

Researcher, Maj and Tor Nessling Foundation, University of Helsinki, 1.1.-31.12.1996 

Research assistant, Academy of Finland, University of Helsinki, 1.1.-31.12.1995 

Researcher, Maj and Tor Nessling Foundation, University of Helsinki, 1.6.-31.12.1994 

 

7. Career breaks 

19.02.2001-15.08.2007, family leaves (three children born in 2001, 2002 and 2004)  

 

8. Research funding and grants as Principal Investigator:  

01.05.2018 – 30.4.2021, EU Horizon 2020 Project Viroplant (Grant Agreement No. 773567;  

coordinated by M. Turina): Luke’s funding share 238 051,50 €  

01.09.2017 - 31.08.2021, Academy of Finland (decision number 309896), 491 258 € 

1.9.2011-31.8.2014, Academy of Finland (decision number 251193), 310 178 €  

1.1.1997-31.12.1999, Maj and Tor Nessling Foundation, 54 245 € (converted from FIM) 

 

9. Research output 

Total number of publications: 63 peer reviewed scientific reports and reviews  

Patent: Method for Preventing Wood Decay, Related Biocontrol Agent and Uses, filed 9/2018, accepted in 

Finland 2021  

 

10. Research supervision and leadership experience 

 

Supervision of postdoctoral scientists: S. Sutela, A. Poimala, T. Drenkhan, R. Linnakoski 

Co-supervisor of PhD theses, University of Helsinki: R. Hyder (2020), M. Kashif (2019) 

MSc theses, University of Helsinki: Andreou (2021), Ping (2019), Mäkelä (2016), Hakanpää (2009) 



BSc theses, Metropolia University of Applied Sciences, EVTEK University of Applied Sciences,  

University of Helsinki: 1999, 2000, 2008, 2021  

Lower level theses, Helsinki Vocational College: 12 theses (2009-2015)  

International trainees, Leonardo da Vinci European Programme: 2009, 2010, 2012 

 

11. Teaching merits 

Pedagogical training: Basic studies of pedagogics (25 credits),  University of Helsinki 2006-2007 

Teaching experience: Co-lecturer, basic course on forest pathology (‘Metsäpatologian perusteet’),  

  University of Helsinki, 2014, 2015, 2016, 2017 

 

12. Awards and honours: 

Best article award 2019, FEMS Microbiology Ecology (doi: 10.1093/femsec/fiz119) 

 

13. Other key academic merits:  

Peer review of funding applications: 

Marie Skłodowska-Curie actions COFUND programme (two applications), Dutch Research Council, 

National Science Foundation (USA), Czech Science Foundation, Latvian Science Council 

 

Memberships in scientific committees: 

International Committee on Taxonomy of Viruses (ICTV, member Id 1478), Chair of Curvulaviridae study 

group, Member of three SGs (Fungal and Protist Viruses Subcommittee) 

 

Editorial board membership in scientific journals: 

Associate editor: Frontiers in Microbiology, June 2020 onwards (Review editor Nov 2016 onwards) 

Editorial Board Member, fungal pathogens: Pathogens, January 2021 onwards 

 

Referee for scientific journals (more than 50 ad hoc reviews): 

Annals of Applied Biology, Applied and Environmental Microbiology, Archives of Virology, Canadian 

Journal of Forest Research, Environmental Microbiology, FEMS Microbiology Ecology, Forest Pathology, 

Frontiers in Microbiology, Fungal Biology, Fungal Ecology, Forests, Journal of General Virology, Journal of 

Virology, Molecular Ecology, Mycological Research, Pathogens, Plant Pathology, PLOS Pathogens, Silva 

Fennica, Virology, Virus Evolution, Virus Research  

 

Significant invited international lectures: 

13th International dsRNA Virus Symposium. 24-28 September 2018, Houffalize, Belgium  

Ecology of Soil Microorganisms 2018, Helsinki 17.-21.6.2018 

International Symposium on Plant Biotic Interactions and Plant Health, Huazhong Agricultural  

University, Nov 18-19, 2021 (online presentation) 

iVoM2 #4: Endless virus diversity most beautiful, Viruses of microbes webinar series, 22.2.2022 

 

Organising scientific conferences: 

Organizer, Seminar on Forest and Plant Health: biannual international seminar in Luke, 2017→ 

 

14. Scientific and societal impact of research: 

Total number of peer-reviewed articles in scientific journals:  63 

Contributions at international or national scientific conferences or symposia: 35 

Articles popularizing science, non-refereed scientific articles, articles in Finnish: 7 

H-index (Google Scholar) = 28 (June 2022) 
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